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Abstract: The segmentation of retinal vessels is critical for the diagnosis of some fundus diseases.
Retinal vessel segmentation requires abundant spatial information and receptive fields with different
sizes while existing methods usually sacrifice spatial resolution to achieve real-time reasoning speed,
resulting in inadequate vessel segmentation of low-contrast regions and weak anti-noise interference
ability. The asymmetry of capillaries in fundus images also increases the difficulty of segmentation.
In this paper, we proposed a two-branch network based on multi-scale attention to alleviate the
above problem. First, a coarse network with multi-scale U-Net as the backbone is designed to capture
more semantic information and to generate high-resolution features. A multi-scale attention module
is used to obtain enough receptive fields. The other branch is a fine network, which uses the residual
block of a small convolution kernel to make up for the deficiency of spatial information. Finally,
we use the feature fusion module to aggregate the information of the coarse and fine networks.
The experiments were performed on the DRIVE, CHASE, and STARE datasets. Respectively, the
accuracy reached 96.93%, 97.58%, and 97.70%. The specificity reached 97.72%, 98.52%, and 98.94%.
The F-measure reached 83.82%, 81.39%, and 84.36%. Experimental results show that compared with
some state-of-art methods such as Sine-Net, SA-Net, our proposed method has better performance
on three datasets.

Keywords: deep convolutional neural work; retinal vessel segmentation; scale attention; bilateral
network

1. Introduction

At present, cataract, glaucoma, and diabetic retinopathy are the main diseases leading
to blindness [1]. More than 418 million people worldwide suffer from these diseases,
according to a report (https://www.who.int/publications/i/item/world-report-on-vision
accessed on 13 September 2021) published by the World Health Organization. Patients
suffering from eye diseases often do not notice the aggravation of asymptomatic conditions,
so early screening and treatment of eye diseases is necessary [2]. The asymmetry of the
fundus capillaries adds complexity to the physician’s diagnosis of the disease. However,
extensive screening or diagnosis is time-consuming and laborious. Therefore, the auto-
matic segmentation method is particularly helpful for doctors to diagnose and predict
eye diseases. In recent years, many scholars have studied retinal automatic segmentation
algorithms, which are mainly divided into two categories: unsupervised methods and
supervised methods [1].

Unsupervised blood vessel segmentation algorithms at home and abroad include the
matched filter method [3], multi-threshold blood vessel detection [4], morphological-based
blood vessel segmentation [5], the region growth method, the B-COSFIRE filter method [6],
the multi-scale layer decomposition and local adaptive threshold blood vessel segmentation
method [7], the finite element based binary level set method [8] and fuzzy clustering [9],
etc. In [10], the multi-scale 2D Gabor wavelet transform and morphological reconstruction
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were used to segment the fundus vessels. In [11], a combination of level set and shape
preference approach was presented.

Compared with the unsupervised method, the supervised method uses manually la-
beled data to train the classifier to segment the fundus vascular image. A typical supervised
method is the deep convolutional neural network (CNN) [12–14]. However, CNN cannot
make the structured prediction, and the fully connected neural network (FCN) came into
being, providing an end-to-end blood vessel segmentation scheme. Therefore, it is rapidly
applied to blood vessel segmentation. In [15], an FCN with a side output layer called
DeepVessel was proposed. The work in [16,17] proposed an FCN with a down-sample and
up-sample layer to solve the class imbalance between blood vessels and background.

In addition, encoder and decoder structures are widely used in fundus image segmen-
tation due to their excellent feature extraction capability, especially U-Net [18]. In [19], it
proposed a multi-label architecture based U-Net. A side output layer was used to capture
multi-scale features.

On the basis of encoders and decoders, a dual-branch network is another method
to segment fundus images. One branch of the dual-branch network is used as a coarse
segmentation network, and another fine segmentation network is used as an aid to the
coarse segmentation network. The work in [20] proposed a multi-scale two-branch network
(MS-NFN) to improve the performance of capillary segmentation. Both branches had
similar U-Net structures. The work in [21] proposed a coarse-to-fine segmentation network
(CTF-Net) for fundus vascular segmentation. Moreover, a multi-scale network is another
important direction of fundus image segmentation. In [22], it proposed VesselNet based
on a multi-scale method. In [23], a cross-connected convolution neural network (CcNet)
for blood vessel segmentation was proposed, which also adopted a multi-scale method.
In order to improve the segmentation ability of the network, the attention mechanism is
gradually applied to retinal vessel segmentation. In [24], an attention guiding network
(AG-Net) was proposed.

From the CNN and FCN to the U-shaped network architecture, the basic network for
blood vessel segmentation has developed abundantly; the network with U-Net structure
has especially become more and more popular. However, in the existing methods, there
are still the following challenges: (1) The contrast and extraneous noise of fundus images
(see Figure 1) make it difficult to segment blood vessels in fundus images, especially the
segmentation of low-contrast regions and lesion regions. (2) The general structure of a
two-branch network used two U-Net networks as the backbone, which led to the increase
in the computational cost and the prolongation of the segmentation time of the model.
This is not friendly to clinical diagnosis and medical treatment. (3) There is still space for
improvement in the accuracy of blood vessel segmentation. Specifically, it is necessary to
further improve the sensitivity while maintaining specificity and accuracy. (4) Abundant
spatial information and receptive fields with different sizes cannot be satisfied at the same
time.

To address the above problems, this paper proposes a retinal vessel segmentation
model based on a bilateral network with scale attention (Bi-SANet). The main contributions
of this paper include the following contents:

• We propose a bilateral network containing coarse and fine branches, and the two
branches are responsible for the extraction of semantic information and spatial infor-
mation, respectively. Meanwhile, multi-scale input is carried out on the network to
improve the feature extraction ability of the model for images of different scales.

• In order to improve the network’s ability to extract vessel semantic information in
low-contrast regions, a multi-scale attention module is introduced at the end of down-
sampling of the coarse network. This can improve the pertinence of information
recovery in up-sampling.

• The U-shaped fine network is replaced by a module. This module mainly uses convo-
lution layers with different dilation rates to make up for the lost spatial information of
the coarse network. It not only improves the network segmentation ability but also
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reduces its computational complexity. Finally, the feature fusion module is used to
aggregate different levels of information of the coarse and fine networks.

Optic disc region
Macular area

High contrast region

Low contrast region

Figure 1. A retina fundus image on the STARE dataset.

The remainder of this article is organized as follows. Section 2 describes the proposed
method in detail, including the network structure, multi-scale attention module, fine net-
work structure, and feature fusion module. Section 3 introduces the datasets, experimental
setting, and evaluation index. In Section 4, our experimental results are discussed and
compared. Finally, the conclusion is drawn in Section 5.

2. Methods
2.1. The Network Structure of Bi-SANet

Compared with the encoder–decoder structure, the dual-branch network has different
characteristics. The encoder–decoder structure uses the encoder network to extract features,
the up-sample operation in the decoder restores the original resolution and connects the
decoder with the feature map of the encoder.

In this paper, a two-branch network is used to segment fundus images: one is a coarse
network (CoarseNet), the other is a fine network(FineNet). The network structure of this
paper is shown in Figure 2. Among them, the coarse network is responsible for extracting
the semantic information of fundus images, and the fine network makes up for the lost
spatial information of the coarse network. As the backbone of the network, the improved
U-Net is used in the coarse network to extract feature information. However, some spatial
information cannot be captured in the process of down-sampling. In order to make up
for the lack of spatial information, we a use fine network to further extract fine semantic
information. Finally, the feature fusion module is used to aggregate the information of
CoarseNet and FineNet.

In the CoarseNet, in order to extract the semantic information of feature maps with
different scales, we introduced a multi-scale attention module at the end of the encoder.
In the FineNet, because the spatial detail information needs to be saved, only one down-
sampling operation is used as the encoder module. The spatial information module is used
to extract spatial detail information.
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Figure 2. The Bi-SANet architecture.

2.2. Coarse Network (Coarse)

As shown in Figure 2, the basic network of the coarse network structure is a multi-scale
U-Net. The multi-scale input is divided into four branches. The input image channels of
the four branches are all 1. The 48 × 48, 24 × 24, 12 × 12, and 6 × 6 pixels are the input
sizes for each branch.

The network structure of the coarse network is mainly composed of two parts: the first
part is the encoder–feature extraction part, and the second part is the decoder–up-sampling
part (gray part of Figure 2). The proposed multi-scale attention module is embedded in the
encoder. The use of attentional mechanisms allows the network to focus on information
related to blood vessels, to suppress noise in the background, and to alleviate information
loss caused by down-sampling. It can enhance context semantic information. The details
of the multi-scale attention module are as follows.

Multi-Scale Attention Module

Multi-scale U-Net obtains feature mappings of different scales in the process of down-
sampling. In order to deal with objects of different scales better, a multi-scale attention
module is used to combine these feature maps. This can alleviate the loss of semantic
information during down-sampling.

The feature maps with different scales have different correlations with the input of the
network, so we add an attention mechanism to calculate the correlation weight for each
feature map with different scales. In this way, the network can pay more attention to the
feature map with a higher correlation with the input image. This module is used at the end
of the encoder.

Our proposed multi-scale attention module is shown in Figure 3. First, we use bilinear
interpolation to up-sample the feature maps Fs of different scales obtained by the decoder to
the original image size. In order to reduce the computational cost, we use 1 × 1 convolution
to compress these feature maps into four channels. Additionally, the compression results
from different scales are superimposed together through channels to form a feature map
F. The mixed feature maps are pooled globally and maximally to obtain the correlation
weight coefficient β of each channel. Then, we use element multiplication to distribute
the obtained correlation weight coefficients to four channels to obtain the attention mixed
feature map F’. In order to alleviate the problems of gradient disappearance and gradient
explosion, we then added skip connection. Finally, yMA is obtained from the mixed feature
map and the attention mixed feature map by element addition.
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Figure 3. Structure of multi-scale attention module.

The calculation formula of the multi-scale attention module is defined as follows:

yMA = F ⊕ F ⊗
(
δ
(

Pavg (F)⊕ Pmax(F)
))

(1)

Among them, δ represents sigmoid activation function, and Pavg and Pmax represent
the global average pooling and maximum pooling, respectively.

2.3. Fine Network (FineNet)

In order to capture more accurate boundary information, the FineNet only downsam-
ples the feature map once with a convolution kernel of 3. The result of the down-sampling
is input to the spatial information module for processing. There is no decoder module
because of the need to save the spatial details in the FineNet. First, it reduced the size of
the feature map by using one-step down-sampling convolution. Then, it applied a spatial
information module to capture spatial details.

Details of the spatial information module are shown below.

2.3.1. Spatial Detail Module

The advantage of dilation convolution over traditional convolution operations is the
ability to achieve larger receptive fields without increasing the number of parameters and
maintaining the same feature resolution. The model can better understand the global
context information. The thickness of blood vessels in retinal images is different. In order
to segment blood vessels with different thicknesses more accurately, we use dilated con-
volution with different dilation rates in the spatial detail module to capture multi-scale
feature information. This can improve the segmentation accuracy of blood vessel edges
and tiny blood vessels. The structure of the spatial detail module is shown in Figure 4.

H*W*½C

r=1 r=3

H*W*3C
Conv 1×1

Concatenation

r=5

G1

H*W*C

G

H*W*C

Figure 4. Structure of the spatial detail module.

In the spatial detail module, the number of channels of the input feature map is
first halved using the 1 × 1 convolution method to obtain the feature map G1. Then,
three parallel convolution layers are used to capture the spatial feature information of
the G1. The number of channels is halved in order to reduce the number of parameters
and computations to 1/2, thus increasing the efficiency of the model to segment the
fundus vessels. Three convolution layers with different dilation rates can capture multi-
scale context information. The feature maps output by the three convolution layers is
concatenated by channel. The skip connection is used to preserve the feature information



Symmetry 2021, 13, 1820 6 of 15

of the original scale. Finally, the feature is upsampled to a feature map size that can match
the output of the CoarseNet.

2.3.2. Feature Fusion Module

As the FineNet is downsampled only once, the feature map obtained by the FineNet
contains detailed information in fundus vessels, which is called low-level semantic infor-
mation.

The feature map obtained by the coarse network contains rich context semantic in-
formation, but the detailed information in the retinal image is seriously lost after multiple
downsamples, especially the boundary information of small blood vessels. The informa-
tion obtained from the CoarseNet is called high-level semantic information. Low-level
features are rich in details but lack semantic information. Therefore, we proposed a feature
fusion module to integrate high-level features and low-level features, to enrich the spatial
information in the coarse network, and to eliminate background noise from low-level
features. The calculation process of high-level and low-level information aggregation is
represented by Equation (2).

Fc = FL ⊕ FH (2)

Among them, FL represents low-level features, FH represents high-level features, and
⊕ is the element-level addition. After the above operations, in order to make the network
pay more attention to the target area, we use global average pooling to process the fused
features. In short, the final refined output is computed as Equation (3).

Ic =
1

H × W

H

∑
i=1

W

∑
j=1

Xc(i, j) (3)

where Xc(i, j) is the pixel value of the feature map Fc at the (i, j) position on the C channel.

3. Datasets and Evaluation
3.1. Datasets

The method in this paper is validated on three public datasets, DRIVE [25], CHASE [26]
and STARE [27]. In the DRIVE data set, there are 40 retinal images, corresponding ground-
truth images, and masks images. The size of each image is 565 × 584 pixels. The training
and test sets are half of the images in the DRIVE dataset.

The CHASE data set consists of 28 retinal images, corresponding ground-truth images,
and mask images, each of which is 1280 × 960 pixels. For the CHASE data set, we adopt the
partition method proposed by Zhuang et al. [28] to train the first twenty images, and tested
and evaluated the remaining eight images.

The STARE data set contains 20 retinal images, corresponding ground-truth images,
and mask images. Each image is 700 × 605 pixels. We used the leave-one method to gener-
ate a training set and a test set. Each image is tested once. We averaged the experimental
results of 20 images to obtain the evaluation results for the whole STARE dataset.

In addition, we expand the training data set by using the random patch method [29]
on the image, which is very important to improve the accuracy of segmentation, prevent
over-fitting and improve the robustness of the network.

3.2. Experimental Environment and Parameter Settings

Our network structure implementation and training method followed that of Jiang
et al. [30]. It was implemented on a server with Quadro RTX 6000 on Ubuntu64, based on
the open source package Pytorch. We trained the model method with the random patch
method in [29]. The patch size was set to 48 × 48 pixels. During the training period, the
epochs were set to 100, the batch size was set to 256, and the number of patches extracted
from each image was 10,480. The initial learning rate was set to 0.001. The learning rate
was updated using the step decay method. The decay coefficient and the weight decay
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coefficient were set to 0.01 and 0.0005, respectively. The optimizer we use for the model
was Adam, where the momentum was 10−8.

The loss function used a cross-entropy loss function. It is defined as follows:

Lossce(y, ŷ) = −∑ yi log ŷi + (1 − yi) log(1 − ŷi) (4)

where yi means the real label and ŷi represents the predicted label.

3.3. Performance Evaluation Indicator

In this paper, Sensitivity, Specificity, Accuracy, F-measure, and other evaluation in-
dicators were calculated by a confusion matrix. Additionally, the performance of retinal
image segmentation was analyzed. Each evaluation index is defined by the following:

Accuracy =
TP + TN

TP + FN + TN + FP
(5)

Sensitivity =
TP

TP + FN
(6)

Specificity =
TN

TN + FP
(7)

Precision =
TP

TP + FP
(8)

F-measure =
2 × Precision × Sensitivity

Precision + Sensitivity
(9)

where TP is the number of correctly divided blood vessel pixels, TN is the number of cor-
rectly divided background pixels, FP is the background pixel incorrectly divided into blood
vessel pixels, and FN is the blood vessel pixel incorrectly marked as the background pixel.

4. Experiment Results and Analysis
4.1. Discussion of Model Performance at Different Dilation Rates

Convolution combinations with different dilation rates have different receptive fields.
In order to verify the influence of different receptive fields, we compared the experimental
results of the model under different dilation rates on the DRIVE data set. From the
experimental results in Table 1, it can be seen that, when the dilation rate is (1, 3, 5) in the
spatial detail module, the model has the strongest segmentation ability. The bolded data
indicate that the value is the optimal value for the indicator.

Table 1. Model performance at different dilation rates.

(d1, d2, d3) F-Measure Sensitivity Specificity Accuracy

(1, 1, 1) 0.8274 0.8042 0.9866 0.9706
(1, 2, 3) 0.8266 0.8107 0.9855 0.9702
(2, 2, 2) 0.8282 0.8092 0.9861 0.9706
(1, 2, 4) 0.8293 0.8318 0.9832 0.9700
(3, 3, 3) 0.8253 0.7926 0.9876 0.9706
(1, 3, 5) 0.8382 0.8890 0.9772 0.9693
(5, 5, 5) 0.8270 0.8039 0.9865 0.9705

4.2. Structure Ablation

In order to verify the effectiveness of the multi-scale attention module (MA), we
compared the experimental results before and after adding this module to the model. In
Tables 2 and 3, MUet represents our original baseline network, which is a multi-scale input
UNet, MA represents a multi-scale attention module, FineNet represents the fine network,
and FFA represents a feature fusion module. MU-Net and MA make up CoarseNet.
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From the experimental results in Tables 2 and 3, it can be seen that the accuracy of the
model on DRIVE and CHASE data sets has been improved to some extent after adding the
multi-scale attention module (MA). As MA can effectively capture multi-scale information,
the model can better segment retinal vessels with different thicknesses.

Table 2. Performance evaluation of four models on the DRIVE dataset.

Methods Sensitivity Specificity Accuracy F-Measure Params Size (MB)

MU-Net 0.8579 0.9799 0.9691 0.8320 44.49
MU-Net+MA 0.8664 0.9787 0.9687 0.8340 44.76

MU-Net+MA+FineNet 0.8846 0.9782 0.9693 0.8376 45.46
MU-Net+MA+FineNet+FFA 0.8890 0.9772 0.9699 0.8382 46.17

Table 3. Performance evaluation of four models on the CHASE dataset.

Methods Sensitivity Specificity Accuracy F-Measure Params Size (MB)

MU-Net 0.8006 0.9871 0.9753 0.8039 44.49
MU-Net+MA 0.8082 0.9868 0.9755 0.8058 44.76

MU-Net+MA+FineNet 0.8082 0.9871 0.9758 0.8083 45.46
MU-Net+MA+FineNet+FFA 0.8371 0.9852 0.9759 0.8139 46.17

In Tables 2 and 3, we compared the influence of the FineNet on the accuracy. From the
experimental results, we can see that the addition of FineNet improved the accuracy,
sensitivity, F-measure, and AUC curve area of the model to varying degrees. Additionally,
the addition of FineNet does not bring a particularly large number of parameters to
the network while improving segmentation performance. The FineNet used few down-
sampling modules and does not contain any up-sampling and few pooling operations. It
retained the edge details of the image and made up for the loss of information due to more
convolution and pooling in the CoarseNet.

In order to verify the effectiveness of our added module, in this section, we compared
the ROC (Receiver Operating Characteristic) and PR (Precision Recall) curves of different
models on the DRIVE and CHASE data sets. In Figures 5 and 6, MUet represents our
original baseline network, which is a multi-scale input U-Net; MA represents a multi-scale
attention module; FineNet represents a fine network; and FFA represents a feature fusion
module. From Figure 5, we find that the ROC and PR values of the model increase for each
module added. The model with the highest ROC and PR values is the model that contained
all three modules. Compared with the baseline network, its ROC value is increased by
0.3% and the PR value is increased by 1.69%. The closer the ROC curve is to the upper left
corner of the coordinate, the more accurate the model is.
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Figure 5. ROC curve and PR curve for four models on the DRIVE dataset.
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Figure 6. ROC curve and PR curve for four models on the CHASE dataset.

4.3. Attention Module Ablation

The multi-scale attention module (MA) was designed to enhance the network seg-
mentation capability. In order to verify the effectiveness of the MA module and to verify
that it had better performance than other attention modules, we designed a set of ablation
experiments. The MU-Net+FineNet+FFA in the structural ablation section was used as a
baseline and only the attention module embedded in the CoarseNet was changed to verify
the advanced nature of the MA module proposed in this paper. We have selected three
classic, lightweight attention modules to compare with the MA module. Among them,
the first is the efficient channel attention (ECA) module of ECA-Net [31], which is often
used in object detection and instance segmentation tasks. It was empirically shown that
avoiding dimensionality reduction and appropriate cross-channel interaction are important
to learn effective channel attention. The second attention module is the squeeze-and-
excitation (SE) block in SENet [32], which improves the performance of model classification
by modeling the inter-dependencies between feature channels. The last attention module
is the expectation-maximization attention (EMA) block in EMANet [33] for semantic seg-
mentation. It iterates through the expectation maximization (EM) algorithm to produce
a compact set of bases on which to run the attention mechanism, thus greatly reducing
the complexity.

Tables 4 and 5 show the experimental results of the MA module with the ECA module,
SE block, and EMA module added into the baseline network, respectively. Although three
attention modules, ECA, SE, and EMA, improved the performance of the model to a
certain extent, from the evaluation indicators of F-Measure, the overall segmentation
results of the MA were higher than those of the three attention modules embedded in the
baseline network. Compared with the other three methods, the MA module has the best
performance. This is because MA can automatically obtain the importance of each feature
map by learning and can then promote the useful features and suppress the features that
are not useful for the current task according to this importance. Meanwhile, MA brings
minimal parameters to the network, which is friendly for clinical diagnosis.

Table 4. Experimental results of different attention modules on the DRIVE dataset.

Methods Sensitivity Specificity Accuracy F-Measure Params Size (MB)

ECA [31]+Baseline 0.8153 0.9851 0.9702 0.8276 46.50
SE [32]+Baseline 0.7979 0.9867 0.9702 0.8245 46.43

EMA [33]+Baseline 0.8107 0.9856 0.9703 0.8273 46.32
MA+Baseline(Ours) 0.8890 0.9772 0.9693 0.8382 46.17
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Table 5. Experimental results of different attention modules on the CHASE dataset.

Methods Sensitivity Specificity Accuracy F-Measure Params Size (MB)

ECA [31]+Baseline 0.8175 0.9854 0.9748 0.8037 46.50
SE [32]+Baseline 0.8269 0.9847 0.9748 0.8056 46.43

EMA [33]+Baseline 0.7923 0.9874 0.9751 0.8008 46.32
MA+Baseline(Ours) 0.8371 0.9852 0.9759 0.8139 46.17

4.4. Model Parameter Quantity and Computation Time Analysis

The total parameters of this model are 46.17 MB. Our model took 6 s, 9.61 s, and 10.62 s
to segment a complete retinal vessel image on DIRVE, CHASE, and STARE datasets. The U-
Net model in [34] took 4 s to segment a complete image of the DRIVE data set, and the
F-measure reached 0.8142. The F-measure of our model on the DRIVE data set is 0.8382.
Compared with U-Net, our model takes 2 s more to segment images from DRIVE data
sets, but our model is higher than U-Net in all indexes, especially the sensitivity is 13.53%
higher than U-Net.

4.5. Visual Comparison with Different Methods

We compared our method with the methods proposed by U-Net [18] and WA-Net [35].
Figures 7 and 8 present a visualization of DRIVE and STARE data sets, respectively. In
Figure 8, column (c) represents the result of segmentation using the slice method in [23].

(a) (b) (c) (d) (e)

Figure 7. Visual comparison of segmentation results on the DRIVE dataset. Column (a): image; column (b): ground truth;
column (c): U-Net [18]; column (d): WA-Net [35]; and column (e): our method.

The retinal vessels segmented by U-Net [18] contained more noise, and the background
was mistakenly segmented into blood vessels. The small vessels at low contrast region
are not clearly segmented and appear to have broken blood vessels. Although the retinal
vessels segmented by WA-Net [35]contained less noise, the problem of unclear small vessels
remained. Cc-Net [23] is susceptible to the lesion area, resulting in a lot of noise in the
segmentation results. The segmented blood vessels are discontinuous.

The method proposed in this paper uses CoarseNet to extract rich context semantic
information. The FineNet makes up for the spatial information, enables the network to dis-
tinguish the foreground and background regions well, and reduces wrong segmentations.
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The segmentation results of our method contain less noise, especially the segmentation of
small vessels in low-contrast regions. As shown in the red boxed regions of Figure 7 and 8.
In these figures, it can be seen that the noise in the retinal vessel image segmented by our
method is less and that the segmentation of small blood vessels is more comprehensive,
clearer, and has better robustness and accuracy.

(a) (b) (c) (d) (e)

Figure 8. Visual comparison of segmentation results on CHASE dataset. Column (a): image; column (b): ground truth;
column (c): using the slice method [23]; column (d): Cc-Net [23]; and column (e): our method

4.6. Comparison of Segmentation Results with Different Methods

In order to further verify the effectiveness of the proposed algorithm for retinal
vessel segmentation, the proposed method is compared with some unsupervised and
supervised methods in accuracy, sensitivity, specificity, and F-measure on the three data sets
of DRIVE, CHASE, and STARE. From the experimental results in Tables 6–8, compared with
unsupervised methods, supervised methods generally have better performance on retinal
vessel segmentation. For the DRIVE data set, the F-measure of retinal vessel segmentation
in this method reaches 83.82%, which is 0.93% higher than that in [36], and the sensitivity
is 2.51% higher than that in [37].

Table 6. Comparison of proposed methods with other methods in the DRIVE database.

Type Methods Year Sensitivity Specificity Accuracy F-Measure

Unsupervised methods
Zhang [3] 2010 - - 0.9382 -
Wang [10] 2015 - - 0.9457 -
Miao [38] 2015 0.7481 0.9748 0.9597 -

Supervised methods

Marín [39] 2010 0.7607 0.9801 0.9452 -
Aslani [40] 2016 0.7545 0.9801 0.9513 -
Feng [17] 2017 0.7811 0.9839 0.9560 -

U-Net [34] 2018 0.7537 0.9820 0.9531 0.8142
IterNet [41] 2019 0.7735 0.9838 0.9573 0.8205

Tian [37] 2019 0.8639 0.9690 0.9580 -
Sine-Net [42] 2020 0.8260 0.9824 0.9685 -
CTF-Net [21] 2020 0.7849 0.9813 0.9567 0.8241
SA-Net [36] 2021 0.8252 0.9764 0.9569 0.8289
CA-Net [43] 2021 0.8082 0.9858 0.9703 0.8261

Ours 2021 0.8890 0.9772 0.9693 0.8382
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Table 7. Comparison of proposed methods with other methods in the CHASE database.

Type Methods Year Sensitivity Specificity Accuracy F-Measure

Unsupervised methods Azzopardi [6] 2015 0.7655 0.9704 0.9442 -

Supervised methods

Mo [44] 2017 0.7661 0.9816 0.9599 -
Yan [45] 2018 0.7641 0.9806 0.9607 -

U-Net [34] 2018 0.8288 0.9701 0.9578 0.7783
DUNet [46] 2019 0.8155 0.9752 0.9610 0.7883

Tian [37] 2020 0.8778 0.9680 0.9601 -
IterNet [41] 2020 0.7970 0.9823 0.9655 0.8073

Sine-Net [42] 2021 0.7856 0.9845 0.9676 -
CA-Net [43] 2021 0.8138 0.9867 0.9758 0.8093

Ours 2021 0.8371 0.9852 0.9759 0.8139

Table 8. Comparison of proposed methods with other methods in the STARE database.

Type Methods Year Sensitivity Specificity Accuracy F-Measure

Unsupervised methods
Azzopardi [6] 2015 0.7716 0.9701 0.9497 -

Miao [38] 2015 0.7298 0.9831 0.9532 -
Wang [10] 2015 - - 0.9451 -

Supervised methods

Mo [44] 2017 0.8147 0.9844 0.9674 -
U-Net [34] 2018 0.8270 0.9842 0.9690 0.8373
IterNet [41] 2019 0.7715 0.9886 0.9701 0.8146

Sine-Net [42] 2020 0.6776 0.9946 0.9711 -
HANet [47] 2020 0.8186 0.9844 0.9673 0.8379

Ours 2021 0.8290 0.9894 0.9770 0.8436

From Tables 6–8, it can be seen that the specificity, accuracy, and F-measure of our
method on different data sets are the highest in the table. Although the sensitivity of [37]
on the CHASE data set is higher than that of our method, the segmentation effect on small
blood vessels is not very good, and sometimes, a fracture occurs. Moreover, our method
has the highest F-measure, the specificity remains relatively stable, and the noise contained
in the segmented image is relatively small. On the STARE data set, our method is 0.2%
and 0.63% higher than that in [34] in sensitivity and F-measure, respectively. Therefore,
from the evaluation results of blood vessel segmentation in Tables 6–8, it can be seen
that the method in this paper is superior to other supervised blood vessel segmentation
methods in segmenting retinal vessels and backgrounds and extracting different features.
Table 9 shows test results per image on STARE data sets using the leave-one method.

Table 9. Results of the leave-one-out in the STARE database.

Image Accuracy Sensitivity Specificity F-Measure

0 0.9725 0.8365 0.9843 0.8290
1 0.9772 0.7824 0.9911 0.8207
2 0.9826 0.8180 0.9931 0.8493
3 0.9686 0.6457 0.9945 0.7532
4 0.9649 0.7661 0.9847 0.7979
5 0.9776 0.8816 0.9849 0.8462
6 0.9794 0.9150 0.9850 0.8770
7 0.9806 0.8516 0.9910 0.8678
8 0.9833 0.8756 0.9925 0.8920
9 0.9747 0.8831 0.9827 0.8486
10 0.9797 0.8644 0.9886 0.8586
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Table 9. Cont.

Image Accuracy Sensitivity Specificity F-Measure

11 0.9829 0.9305 0.9873 0.8937
12 0.9777 0.8560 0.9895 0.8721
13 0.9801 0.8837 0.9897 0.8896
14 0.9767 0.8495 0.9887 0.8629
15 0.9637 0.7248 0.9908 0.8029
16 0.9761 0.8705 0.9865 0.8669
17 0.9858 0.8053 0.9955 0.8519
18 0.9846 0.7650 0.9945 0.8111
19 0.9709 0.7745 0.9849 0.7803

Average 0.9770 0.8290 0.9894 0.8436

5. Conclusions

The segmentation of retinal vessels is a key step in the diagnosis of ophthalmic
diseases. In this paper, we proposed a two-branch model with a scale attention mechanism,
which can automatically segment blood vessels in fundus images. The coarse network of
this model takes a multi-scale U-Net as the backbone to capture more semantic information
and to generate high-resolution features. At the same time, a multi-scale attention module
is used to obtain enough reception fields. The other branch is a fine network, which
used the residual block of a small convolution kernel to make up for the deficiency of
spatial information from the coarse network. Finally, the feature fusion module is used
to aggregate the information of coarse and fine branches. We validated this method on
the DRIVE, STARE, and CHASE data sets, and the experimental results showed that our
method has better performance in retinal vessel segmentation than some latest algorithms,
such as WA-Net [35] and Sine-Net [42].

Several experimental results showed that our model has good results on these three
data sets, which indicates that it has practical application potential in the screening and
diagnosis system of ophthalmic diseases. The visualization results show that our method
has good performance on small vessels in low-contrast areas. The imbalance in the number
of foreground and background pixels in fundus images is also a problem that hinders
vessel segmentation. In the future, we will alleviate the above problem by designing an
auxiliary loss function.
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